. Primer sequences for RNAs Underlined regions indicate T7 promoter sites, bold nucleotides are sites of additional guanines added to enhance the yield of the transcription reaction. Analysis by Mfold indicated that these guanines would not be expected to interfere with the RNA structures formed. 
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MicA + Mg Radius (cm) 6.1 6.2 6.3 6.4 6.5 6.6 6.7 6.8 6.9 7.0 Figure S4 . AUC velocity data for MicA stab MicA stab was heated to 80 °C for 2 minutes and cooled at room temperature (RT) for 5 minutes in annealing buffer (10 mM tris pH 8.0, 50 mM KCl, 50 mM NaCl, 10 mM MgCl 2 ). AUC was carried out in a Beckman Optima XLA analytical ultracentrifugation using an AnTi-50 8 hole rotor. 400 l of 1.6 M MicA stab and 425 l of reference buffer were loaded into double sector cells with a 12 mm path length. The sample was sedimented at 40,000 rpm at 16 ºC with radial absorbance scans measured every 10 minutes at 265 nm. The molar mass distribution was calculated using Sedfit with a partial specific volume of 0.53 ml/g. This identifies ompA as part of a higher molecular weight ternary complex. (h) Gel visualised for Hfq using silver staining. This identifies Hfq as part of a higher molecular weight ternary complex. Collectively these controls identify the high molecular weight ternary complex to contain MicA:ompA:Hfq, boxed in green. (i) Test EMSA of 10 nM 32 P labeled ompA* incubated with 200 nM MicA monomer and 200 nM Hfq hexamer at 37ºC for 15 minutes Sample was analysed by 6 % native PAGE at 4°C and detected with a phosphoimager. Boxed green region highlights band positions of the ternary complex.
